. Gluconeogenesis is not strictly dependent on GLPX. Abundance and 13 C labeling of metabolites in WT Mtb and ΔglpX (Δ). Bacteria were grown on glycerol-containing plates for 5 days and then transferred to U-13 C glycerol-containing plates for an additional 16h prior to harvesting. Data are means ± standard deviation of three biological replicates and are representative of two independent experiments. Data are reported as ion counts (IC) per mg total protein. *0.01<P≤0.05, **0.001<P≤0.01, ***P≤0.001 by Student's t-test. G6P: glucose 6-phosphate, S7P: sedoheptulose 7-phosphate, F6P: fructose 6-phosphate, FBP: fructose 1,6-bisphosphate, DHAP: dihydroxyacetone phosphate, G3P: glyceraldehyde 3-phosphate, GL3P: glycerol 3-phosphate, PEP: phosphoenolpyruvate, PYR: pyruvate, OAA: oxaloacetate, ASP: aspartate α-KG: α-ketoglutarate. Supplementary Fig. 7 . Glycolysis is unperturbed in Mtb ΔglpXΔgpm2. Abundance and 13 C labeling of metabolites in WT Mtb and ΔglpXΔgpm2 (ΔΔ). Bacteria were grown on glucosecontaining plates for 5 days and then transferred to U-13 C glucose-containing plates for an additional 24h prior to harvesting. Data are means ± standard deviation of three biological replicates and are representative of two independent experiments. *0.01<P≤0.05, **0.001<P≤0.01, ***P≤0.001 by Student's t-test. ND indicates that the recovered level of FBP was below the limit of detection (3.13 μM Four purification steps were done in total. Initial FBPase activity and protein concentration for the total lysate sample are shown. After the anion exchange (Q Sepharose), hydrophobic interaction and gel filtration steps, the active fractions were pooled and the FBPase activity and protein concentration of were measured. After the anion exchange (Mono Q) step, the FBPase activity and protein concentration were measured for just the peak activity fraction (Fraction B15). Total protein, specific activity and fold enrichment of activity were determined for each sample accordingly. Asterisks indicate that the protein concentration of the anion exchange (Mono Q) sample was below the limit of detection of the protein measurement assay used (0.0025 mg/mL). As a result, total protein, specific activity and fold enrichment values for this step are presented as minimum values based on the limit of detection of the protein measurement assay. 
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